An equivalence between models of restricted selection and genetic groups.
An equivalence between a model of restricted selection and a model of genetic groups is presented. This correspondence leads to a realization of how genetic groups account for selection. Specifically, genetic groups act to remove the covariance between predictions of sire merit and functions of the true selection differentials. Further results illustrate a correspondence between models of selection on random effects and models of selection on residuals. Application of the results is useful, not in establishing concrete definitions for the structure of genetic groups, but in the analysis of how groups account for selection.